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Biomedical Applications of
Proteomics
Edited by Jean-Charles Sanchez, Garry L.
Corthals, and Denis F. Hochstrasser
Weinheim:Wiley-VCH, 2004. 435 pp. 
ISBN: 3-527-30807-5, $186 cloth
This book is aimed clearly at those wish-
ing to understand what current proteo-
mics technology can do for biomedical
research. It is a compendium of biomed-
ical problems analyzed using a wide array
of state-of-the-art proteomic techniques.
Those interested in quick tutorials of
what proteomics can do from the per-
spective of various diseases or the organisms
that cause them—such as stroke; vascular disease; can-
cers of the kidney, ovary, and colon; diabetes; human immuno-
deficiency virus; herpes simplex virus; Francisella tularensis; and central
nervous system disorders—will find the book a great resource.
Specifically, those new to the field can use the book to quickly catch up
on applications of proteomics in these fields. Those outside these areas
will also find the book a great resource for literature and techniques.
The book begins with a well-composed contemplation of the cur-
rent and future value of proteomics to the clinical sciences by Marc
Reymond, which includes a succinct discussion of the ethical implica-
tions of such research. The book is then segregated thematically. Five
sections address biologic problems—blood vessels, cancer, pharmaco-
toxicology, infectious disease, and the central nervous system. Each has
several chapters written by experts who review the literature and discuss
current advantages of proteomic research. The final section, on mass
spectrometry and bioinformatics, appears to be incomplete, but one can
easily argue that the pertinent information on most technical aspects of
proteomics is already covered under the biologic sections. This final sec-
tion reviews matrix-assisted laser desorption ionization mass spec-
trometry (MALDI-MS) imaging, a state-of-the-art technique that may
eventually be used to aid traditional histologic interpretation of disease
state. Also included is a chapter on the availability and use of proteomic
databases. Though perhaps a bit bland, this topic is of utmost impor-
tance to understanding the implications of how proteins are identified
and how they are annotated. Otherwise, in the current proteomics—
where proteins are identified primarily by correlation of mass spectro-
metric data to sequence in a database, rather than de novo as during the
age of chemical sequencing by Edman chemistry—there is great leeway
for misinterpretation of proteomic data. The authors do a nice job of
reviewing the informatics field at a high level, indicating where one may
go for further information on any specific topic.
Each chapter describes variations on the implementation of cur-
rently available proteomics technology from the perspective of the
biomedical scientists trying to better understand human disease.
For the most part, the authors have used two-dimensional (2D) gel
electrophoresis to solve their problems rather than the non-gel-based
“shotgun” proteomic techniques. The book provides nice examples as
justification for continued use of this original proteomic tool, but it is
not exclusively about proteomics from the perspective of 1D or 2D gels.
At some point just about all currently available proteomic discovery-
based tools are discussed, and although the book is not organized
by technique, one can locate discussion of pertinent techniques in
the index.
Editors Corthals, Hochstrasser, and Sanchez are themselves expert
innovators in the use of proteomics to better understand biology and
medicine, and they have compiled a very nice resource written from the
perspective of the biomedical practitioner of proteomics. Each chapter
provides the novice in proteomics with insight into how these new dis-
covery tools can be incorporated into traditional hypothesis-driven
research.
DAVID R. GOODLETT
David R. Goodlett is an associate professor in the Medicinal Chemistry Department
at the University of Washington, where he directs mass spectrometry cores for bio-
defense research in gram-negative bacteria and ecogenetics and environmental
health. His research group is developing new informatics and mass spectrometric
platforms for discovery-based proteomics research.
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A Guide to Methods in the Biomedical
Sciences
Ronald B. Corley
New York:Springer-Verlag, 2005. 166 pp. 
ISBN: 0-387-22844-6, $69.95
A Land on Fire: The Environmental
Consequences of the Southeast Asian
Boom
James David Fahn
New York:Basic Books, 2004. 366 pp. 
ISBN: 0813340535, $27.50
An Introduction to Bioinformatics
Algorithms
Neil C. Jones, Pavel A. Pevzner
Cambridge, MA:MIT Press, 2004. 448 pp. 
ISBN: 0-262-10106-8, $55
Cell Surface Receptors: A Short Course
on Theory and Methods, 3rd ed.
Lee E. Limbird
New York:Springer-Verlag, 2004. 218 pp. 
ISBN: 0-387-23080-7, $85
Computational Biology of Cancer
Dominik Wodarz, Natalia Komarova
Hackensack, NJ:World Scientific, 2005. 250 pp. 
ISBN: 981-256-027-0, $48
Computational Modeling of Genetic 
and Biochemical Networks
James M. Bower, Hamid Bolouri, eds.
Cambridge, MA:MIT Press, 2004. 390 pp. 
ISBN: 0-262-52423-6, $35
Death Receptors in Cancer Therapy
Wafik S. El-Deiry
Totowa, NJ:Humana Press, Inc., 2004. 400 pp. 
ISBN: 1-58829-172-3, $165
Encyclopedia of Biostatistics, 2nd ed.
Peter Armitage
Hoboken, NJ:John Wiley & Sons, Inc., 2005. 
6,100 pp. ISBN: 0-470-84907-x, $2995
Environmental Chemistry: Chemistry 
of Major Environmental Cycles
Teh Fu Yen
Hackensack, NJ:World Scientific, 2005. 650 pp. 
ISBN: 1-86094-474-4, $76
Environmentalism and the Technologies
of Tomorrow
Robert Olson, David Rejeski, eds.
Washington, DC:Island Press, 2004. 184 pp. 
ISBN: 1-55963-765-x, $45
Gene Regulation and Metabolism: Post-
Genomic Computational Approaches
Julio Collado-Vides, Ralf Hofestädt, eds.
Cambridge, MA:MIT Press, 2004. 320 pp. 
ISBN: 0-262-53268-9, $28
Hormonal Carcinogenesis IV
Jonathan J. Li, Sara A. Li, Antonio Llombart-
Bosch, eds.
New York:Springer-Verlag, 2005. 550 pp. 
ISBN: 0-387-23783-6, $169
Industrial Proteomics: Applications for
Biotechnology and Pharmaceuticals
Daniel Figeys
Hoboken, NJ:John Wiley & Sons, Inc., 2005. 
320 pp. ISBN: 0-471-45714-0, $79.95
Methods of Microarray Data Analysis IV
Jennifer S. Shoemaker, Simon M. Lin, eds.
New York:Springer-Verlag, 2005. 270 pp. 
ISBN: 0-387-23074-2, $109
Microarray Technology and Its
Applications
U.R. Müller, D.V. Nicolau, eds.
New York:Springer-Verlag, 2005. 379 pp. 
ISBN: 3-540-22931-0, $129
Nanotechnology: Environmental
Implications and Solutions
Louis Theodore, Robert G. Kunz
Hoboken, NJ:John Wiley & Sons, Inc., 2005. 
392 pp. ISBN: 0-471-69976-4, $99.95
Probabilistic Modeling in Bioinformatics
and Medical Informatics Series:
Advanced Information and 
Knowledge Processing
Dirk Husmeier, Richard Dybowski, 
Stephen Roberts, eds.
New York:Springer-Verlag, 2005. 505 pp. 
ISBN: 1-85233-778-8, $89.95
Proteomics Today: Protein Assessment
and Biomarkers Using Mass
Spectrometry, 2D Electrophoresis, 
and Microarray Technology
Mahmoud H. Hamdan, Pier G. Righetti,
Dominic M. Desiderio, Nico M. Nibbering
Hoboken, NJ:John Wiley & Sons, Inc., 2005. 
448 pp. ISBN: 0-471-64817-5, $89.95
The Bhopal Saga: Causes and
Consequences of the World’s Largest
Industrial Disaster
Ingrid Eckerman
Andhra Pradesh, India:Universities Press, 2004. 
304 pp. ISBN: 81-7371-515-7, $25
The Carcinogenic Effects of Polycyclic
Aromatic Hydrocarbons
Andreas Luch, ed.
Hackensack, NJ:World Scientific, 2005. 740 pp. 
ISBN: 1-86094-417-5, $178
The Portland Edge: Challenges and
Successes in Growing Communities
Connie P. Ozawa, ed.
Washington, DC:Island Press, 2004. 321 pp. 
ISBN: 1-55963-687-4, $60
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